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genetic diversity, 315, 339, 421, 443, 699, 
831, 1089, 1178, 1247, 1293, 1319, 
1375, 1517, 1539, 1944 

genetic drift, 1137 

genetic engineering, 881 

genetic erosion, 1651 

genetic incompatibility, 1013 

genetic integrity, 765 

genetic marker, 1915 

genetic markers, 242, 515, 529, 1009, 
1176, 1181, 1195, 1669 

genetic polymorphism, 1471 

genetic population structure, 1463 

genetic resources, 923 

genetic similarity, 1529 

genetic structure, 481, 647, 971, 1205, 
1339, 1843 

genetic subdivision, 469, 771 

genetic variability, 293, 817, 997, 1625, 
1662, 1935, 2081 

genetic variation, 359, 1131, 1183, 1349, 
1753, 1863, 2027, 2089 

genetics, 1853, 2217(1162) 

genome programme, 2205(1158) 

genomic library, 1000 

genomics, 2205(1158) 

genotype frequencies, 1349 

genotypic diversity, 203 

genotypic similarity, 1099 

genotypic variation, 1099 

geoduck clam, 1435 

geographical variation, 91, 1061, 1213 

Gibraltar, 1761 

glacial refugia, 91, 691, 771 

glaciation, 165, 329 

glaciations, 709 

Glaucomys sabrinus, 826 

Globicephala melas, 949 

Globodera, 1223 

GM risk assessment, 983 
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golden-striped salamander, 771 
Gondwana, 1815 

grapes, 505 

grayling, 1609 

great bustard, 1165 

great white shark, 1176 
green turtles, 1783 

grey seal, 283 

guanaco, 1922 

Guiana, 1089 

Gulf of Guinea, 1505 
gut-content analysis, 1279 
Gymnadenia, 1863 

Gypaetus barbatus, 2193(1141) 
Gyps fulvus, 2193(1141) 
gyrfalcon, 1438 


habitat, 971 

habitat fragmentation, 1591, 1651, 1944, 
2017 

hair follicles, 1233 

Haliotis asinina, 1184 

Haliotis rubra, 1183 

heavy metal tolerance, 1319 

Helicella itala, 501 

Helicidae, 501 

Helix aspersa, 1191 

Helminth, 1181 

heritability, 1195 

hermaphrodite, 1926 

Heterodera, 1223 

Heterohyrax brucei, 1675 

heterologous, 2231(1164) 

Heteromyidae, 642 

heterospecific amplification, 1680 

heterozygosity, 1149, 1241, 1517, 1599, 
1662, 2172(1128) 

hibernaculum, 683 

highlands, 2129 

historical processes, 487 

homology, 815 

homoplasy, 1873 

host plant specificity, 2055 

host races, 1069 

host-parasite relationship, 481 

Hudson River, 827 

Hyaenidae, 1443 

hybrid zone, 891 

hybridization, 9, 177, 541, 765, 907, 1363, 
1471, 1609 

hybridogenesis, 2173(1129) 

Hymenoptera, 1911, 2189(1143) 

hyracoidea, 1675 


identification, 1223, 1911 

Illex, 1002 
immunocontraceptive, 723 
inbreeding, 1445 

Indian Ocean islands, 443 
indicine, 387 

indigenous fruit tree, 831 
individual based analysis, 1905 
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individual identification, 2150(1134) 

insect swarms, 783 

internal transcribed spacer, 1549 

interspecific comparison, 315 

interspecific hybridization, 1965 

intra-specific phylogeny, 1029 

introgression, 9, 1325 

introgressive hybridization, 1687 

intron-length polymorphism, 233 

invading species, 1905 

invasion biology, 765 

invasions, 541 

invasive species, 1927, 2009 

Irvingia gabonensis, 831 

Irvingia wombolu, 831 

island, 1061, 1421 

isolated populations, 1661 

isolation by distance, 127, 349, 1075, 
1471, 1905, 2017, 

Isoodon obesulus, 469 

isozymes, 1349, 2009 

ISSR, 1823 

ISSRs, 857 

Isthmus of Panama, 1391 

Istiophoridae, 820 

Italy, 907 

ITS, 595, 1069 

ITS-1 sequences, 857 

ITS rDNA sequence, 1985 

Ixodidae, 2213(1153) 


Japanese flounder, 2200(1149) 
Japanese marsh warbler, 373 
Juniperus communis, 379 


kangaroo rats, 642 

kin selection, 2203(1156) 
kinship, 2181(1132) 
Koala, 155 

Kobus kob, 1997 

kriging, 923 

krill, 377 


L. saxatilis, 39 

L. tenebrosa, 39 

Labridae, 631, 2166(1118) 
Lagidium, 1672 

lagoon habitat, 457 
Lagostomus, 1672 

land snail, 501 

larval parasite, 1436 
leafcutter ants, 114 
lethrinids, 1929 
Lethrinus miniatus, 1929 
life cycle evolution, 1401 
life history, 1375 
likelihood, 801, 2129 
limber pine, 91 
Linepithema humile, 119 
linkage, 2175(1130) 
linkage disequilibrium, 2109 
linked markers, 1873 


Littorina, 108 

lizard, 1061 

local adaptation, 469 

local mate competition, 1445 
local scale differentiation, 1905 
Locustella pryeri, 373 

LOD score, 801 

LOD scores, 1037 

Loligo, 110 

long-PCR, 809 

long-tailed vole, 165 
Louisiana Irises, 1687 
Loxodonta africana, 1004 
lutjanids, 1929 

Lycaenidae, 1948 
lying-in-wait strategy, 1279 
Lymnaeidae, 1662 

Lynx rufus, 433 

lynx, 2197(1159) 

Lysandra bellargus, 1948 


Macaronesia, 857, 999 
macropodid, 753 
Madagascar, 489 

Makaira nigricans, 820 
malaria, 1599 

malaria vector, 490 

malaria vectors, 1665 

male production, 735 
male-biased gene flow, 2137 
male-biased hatching sex ratio, 187 
mangrove, 1853 

marine angiosperm, 371 
marine archaea, 935 

marine assemblages, 935 
marine fisheries, 820, 2067 
marine speciation, 1391 
markers, 1037 

marlin, 820 

Marmota marmota, 2163(1116) 
marsupial, 869, 1682 
Marsupialia, 1440 

maternal control, 1711 
maternity, 515, 529, 2119 
mating frequency, 119, 1835 
mating system, 99, 1415, 1662 
mating tactics, 2119 
Mediterranean ecosystem, 1639 
Megalurus pryeri, 373 
Meganyctiphanes norvegica, 377 
Melaleuca cajuputi, 639 
Meloidogyne, 1223 
member-vagrant, 615 
Merluccius merluccius, 2067 
Mesoamerica, 2129 
mesocosm, 1517 
metamorphosis, 1401 
metapopulation, 615, 783 
Metrosideros, 1149 

México, 411 

Mhc, 215 

MHC, 1953 


microbial diversity, 935 

Micropterus dolomieu, 1946 

microsatellite, 108, 127, 238, 240, 283, 
315, 365, 368, 371, 495, 583, 632, 636, 
638, 647, 801, 824, 907, 949, 971, 99, 
999, 1000, 1171, 1180, 1181, 1186, 
1188, 1191, 1233, 1253, 1339, 1433, 
1435, 1443, 1561, 1577, 1599, 1667, 
1671, 1682, 1684, 1761, 1843, 1853, 
1863, 1922, 1926, 1927, 1931, 1938, 
1941, 1949, 2017, 2119, 2159(1113), 
2163(1116), 2170(1127), 2203(1148), 
2208(1151), 2213(1153), 2217(1156), 
2219(1160), 2226(1162) 

microsatellite DNA, 110, 237, 1905, 2067, 
2161(1115), 2198(1147) 

microsatellite DNA markers, 2137 

microsatellite DNA loci, 2180(1133) 

microsatellite enrichment, 2175(1130) 

microsatellite isolation, 2172(1128) 

microsatellite loci, 116, 1190, 1664, 1675, 
1680 

microsatellite markers, 112, 639, 1445, 
1919 

microsatellite polymorphism, 
2225(1157) 

microsatellite primers, 114, 1679, 
2157(1112) 

microsatellites, 107, 119, 203, 242, 377, 
421, 433, 457, 489, 490, 494, 499, 501, 
53, 615, 629, 634, 641, 642, 753, 793, 
817, 826, 827, 994, 995, 997, 1004, 
1006, 1009, 1037, 1049, 1075, 1131, 
1173, 1174, 1176, 1178, 1183, 1184, 
1375, 1409, 1436, 1438, 1440, 1442, 
1447, 1463, 1517, 1529, 1591, 1651, 
1665, 1669, 1672, 1677, 1685, 1717, 
1773, 1803, 1873, 1920, 1924, 1929, 
1934, 1935, 1939, 1946, 1948, 1951, 
2027, 2055, 2149, 2152(1117), 
2165(1126), 2166(1118), 2169(1129), 
2173(1131), 2178(1137), 2183(1138), 
2185(1139), 2187(1140), 2191(1142), 
2195(1149), 2197(1150), 2200(1152), 
2207(1154), 2214(1155), 2216(1159), 
2221(1161), 2223(1163), 2231(1164) 

Microtus oeconomus, 1651 

Mielichhoferia, 595 

migration, 497, 683, 1471 

minimum spanning network, 1471 

minisatellite, 2175(1130) 

minisatellite DNA profiling, 723 

mitochondrial control region, 1265 

mitochondrial DNA, 245, 411, 583, 657, 
1165, 1205, 1391, 1463, 1737, 1783, 
1965, 1997, 2009 

moist tropical forest, 831 

molecular clock, 1213 

molecular identification, 177 

molecular markers, 699, 1944, 2067 

molecular systematics, 1307 

molecules, 9 
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mollusc, 1662 

Mollusca, 1191 

monkeys, 107 

monogamy, 1415 

Moran’s I, 647 

Morisita’s index, 647 

morphology, 9 

morphometry, 2009 

mortality, 187 

mosquitofish, 1517 

mosses, 595 

mountain lion, 433 

mtDNA phylogeny, 557 

mtDNA variation, 329 

mtDNA, 25, 91, 141, 155, 221, 269, 299, 
349, 421, 609, 683, 691, 753, 771, 793, 
891, 907, 1049, 1325, 1471, 1577, 1609, 
1717, 1815, 2089 

multilocus fingerprint, 815 

multiple infection, 77 

multiple mating, 515 

multiple paternity, 99, 293 

mustilidae, 2216(1161) 

Myotis, 1000, 1761 

Myotis bechsteinii, 793 

Myrmecia, 2169(1126) 

Mysticeti, 2181(1132) 


nad, 1205 

NADH2, 609 

Natrix tessellata, 2191(1142) 

natural populations, 293 

natural selection, 1349 

neighbourhood size, 1905 

nematode, 1223 

Neobalanocarpus heimii, 1684, 1843 

Neophron percnopterus, 2193(1141) 

iveotoma magister, 824 

neotropical mammals, 1307 

neotropical tree, 1433 

nested clade analysis, 1029 

nested cladistic analysis, 557 

nestling mortality, 1123 

New Zealand, 269, 657 

nonequilibrium population genetics, 
1927 

noninvasive genetic sampling, 
2150(1134) 

noninvasive sampling, 1233 

nonradioactive labelling, 495 

nonradioactive, 2221(1152) 

nonsynonymous, 843 

North Atlantic, 949 

northern bettong, 2041 

Norway spruce, 699 

Nothomyrmecia macrops, 2169(1126) 

nuclear DNA, 1165, 1965 

nuclear intron, 1363 

nuclear rDNA internal transcribed 
spacer (ITS), 1911 

nuclear ribosomal DNA, 595 

nucleotide diversity, 1421 


null allele, 1241 

null alleles, 1440 

Nyctalus noctula, 683, 2208(1151) 
Nymphaeids, 497 


ocellated wrasse, 2166(1118) 
Octopus vulgaris, 641 
Odontesthes, 629 

Olea europaea, 857, 1171 
Oleaceae, 112 

olive, 1171 
Ommastrephidae, 1002 
Oncorhynchus, 843 
Oncorhynchus mykiss, 2089 
Onychophora, 269 

Ophrys, 2178(1131) 

opine, 881 

Orchidaceae, 1863, 2178(1131) 
Orchidinae, 1911 

orchids, 1863 

organellar genome association, 141 
Orinoco, 259 

Oryzomys palustris, 1931 
Osteoglossomorpha, 1007 
Ostrea, 495 

Otis tarda, 1165 
outbreeding, 1835 
out-crossing, 2081 

oyster, 2217(1162) 


Pacific giant salamander, 116 

Pagellus bogaraveo, 999 

Pan paniscus, 315 

Panopea abrupta, 1435 

Pantera pardus, 1773 

Paralichthyidae, 2200(1149) 

Paralichthys olivaceus, 2200(1149) 

parentage, 365, 492, 515, 1037, 1443 

parentage analysis, 529, 2180(1133) 

parentage testing, 53, 366 

Paridae, 1941 

parsimony, 2129 

passerine, 1941 

patented variety, 229 

paternal relatedness, 283 

paternity, 107, 515, 529, 743, 869, 1409, 
1440, 1926, 2119 

paternity analysis, 242, 723, 1843 

paternity exclusion probability, 1684 

paternity testing, 1674 

patrilineal, 743 

PCR, 375, 489, 495, 497, 815, 826, 1440, 
1549, 1699, 1887, 1941, 1946, 1948, 
2170(1127), 2191(1142), 2226(1160) 

PCR amplification, 187 

PCR marker, 2035 

PCR-RFLP, 141, 1113, 1325, 1427, 1495, 
1609, 1711 

PCR-SSCP, 1223 

Pemphigus bursarius, 1951 

Pemphigus spyrothecae, 1445 

Penaeus japonicus, 233 
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Penaeus monodon, 233 

Penaeus vannamei, 233 

Perca flavescens, 995 

Percidae, 995 

peregrine falcon, 53 

peripatus, 269 

perivitelline membrane, 2149 

periwinkles, 39 

Peromyscus, 1669 

Peromyscus furvus, 2129 

Petauridae, 1682 

Phascolarctos cinereus, 155 

phenotypic variation, 1451 

Phillyrea angustifolia, 112 

Phyllostomidae, 1307 

phylloxera, 505 

phylogenetic diversity, 1505 

phylogeny, 77, 193, 259, 397, 1391, 1793 

phylogeography, 25, 349, 411, 487, 557, 
595, 61, 657, 667, 709, 809, 857, 907, 
1049, 1061, 1165, 1205, 1265, 1307, 
1325, 1391, 1471, 1495, 1505, 1609, 
1657, 1823, 2129 

Picea abies Karst., 923 

pine marten, 2216(1161) 

Pinus, 1069 

Pinus brutia, 2157(1112) 

Pinus densiflora, 1186 

Pinus halepensis, 2157(1112) 

Pinus strobus, 339 

Pinus sylvestris, 1205 

plant molecular markers, 1899 

plant pathogenic fungi, 1939 

plant recruitment, 1293 

plant-microbe interactions, 881 

plant-pollinator interaction, 1911 

Plasmodium falciparum, 1599 

Platypodium, 1174 

Plectropomus laevis, 1929 

Pleistocene, 691 

Pleistocene glaciation, 657 

pocket mice, 642 

Podocnemis expansa, 99 

Poecilimon hoelzeli, 1674 

Polistinae, 2155(1053) 

pollen flow, 1843 

pollination, 1436 1911, 2178(1131) 

polyandry, 1013 

polygyny, 283, 1835 

polymorphic, 632, 1931 

polymorphic microsatellites, 822 

polymorphism, 238, 240, 639, 1451, 
1495, 1679, 1938, 2205(1158) 

polyphagous predators, 1279 

Polytrichum formosum, 1679 

ponerine ants, 2219(1148) 

population, 155, 165, 238, 240, 1853, 
2081 

population bottleneck, 1213, 2027 

population censusing, 1233 

population differentiation, 397, 1625 

population discrimination, 827 
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population dynamics, 1773 

population expansion, 1997 

population genetic structure, 783 

population genetics, 39, 110, 237, 299, 
487, 629, 699, 753, 822, 959, 1002, 
1159, 1188, 1349, 1375, 1435, 1657, 
1699, 1773, 2163(1116) 

population mixture, 221 

population structure and history, 557 

population structure, 108, 119, 349, 615, 
641, 667, 683, 793, 817, 820, 949, 1009, 
1049, 1075, 1131, 1191, 1195, 1651, 
1665, 1761, 1783, 1934, 1935, 1997, 
2137 

population subdivision, 127, 221 

population viscosity, 1835 

populations, 1561 

Portugal, 691 

postglacial colinization, 2109 

postglacial range expansion, 771 

Potos, 743 

precocious maturation, 293 

prey choice, 1279 

primer, 1173, 1941, 1946, 2163(1116) 

primers, 107, 116, 365, 494, 632, 638, 826, 
1442, 1661, 1931, 1949, 2165(1117), 
2172(1128), 2173(1129), 2191(1142), 
2197(1159), 2216(1161), 2231(1164) 

primitive ants, 2169(1126) 

Procambarus clarkii, 2231(1164) 

Procavia johnstoni, 1675 

procellariiformes, 1415 

promoters, 1451 

Proteaceae, 1241 

Pseudotcomentella, 1985 

Pteropodidae, 2198(1147) 


Puma concolor, 433 


QTL, 1401, 1451 
quantitative traits, 61 
Quaternary, 329 
queen pheromone, 735 
Queensland, 2041 
Quercus ilex, 1639 


radiation, 629 

rainbow trout, 2089 

rainforests, 1505 

ramet, 639 

Rana, 1938 

Rana esculenta, 2173(1129) 

Rana lessonae, 1173, 2173(1129) 

Rana ridibunda, 1173 

Rana rugosa, 1711 

rapa, 983 

RAPD, 229, 469, 505, 815, 831, 1241, 
1247, 1293, 1319, 1823, 1965 

RAPD markers, 481 

RAPDs, 61, 765, 857 

rare species, 959 

raspberry beetle, 77 

rDNAITS, 1363 


recolonization, 709 

red deer, 801 

red squirrels, 2165(1117) 
redcedar, 1920 
reinforcement, 1013, 1137 
reintroduction, 2027 
relatedness, 743, 1195, 1339 
relationship, 53 

repeat, 2205(1158) 
reproduction, 639, 1186 
reproduction mode, 2055 
reproductive isolation, 1687 
restriction analysis, 809 
restriction sites, 359 
Reticulitermes flavipes, 817 
RFLP, 215 

RFLPs, 541, 809 
Rhizopogon, 1190 
Rhododendron, 959 
Rhododendron ponticum, 541 
Rhytidoponera metallica, 2219(1148) 
right whales, 1793 
rinderpest, 2017 

risk assessment, 881 

river capture, 1577 

rock ptarmigan, 1265 
rockfish, 240, 634 
Rodentia, 1664 

roe deer, 994 

roots, 1549 

rowan, 1113 


Rubus alceifolius, 443 


Saccopteryx bilineata, 242 
Salix,9 

Salmo salar, 293, 615, 2175(1130) 
Salmo trutta, 583, 691, 1873 
salmon, 843, 2185(1139) 
Salmonidae, 1325 

Salvelinus, 971 

sanga, 387 

SARI1, 935 

Sasa senanensis, 901 

scat analysis, 433 

Scathophaga stercoraria, 2207(1150) 
Sceloporus, 1667 

Schistocephalus solidus, 1926 
Schistosomes, 997 

Sciurus vulgaris, 2165(1117) 
Scophthalmidae, 368 
Scorpaenidae, 634 

Scuiridae, 826 

sea bass, 457 

sea surface temperature, 949 
seagrass, 127, 371 

seasonal change, 1711 

Sebastes, 240 

Sebastes thompsoni, 634 

seed abortion, 1174 

seed dispersal, 1113, 1293, 1427 
seed flow, 1089 

selection, 457, 843, 1137 


self-incompatibility, 1953 

selfish elements, 1013 

self-recognition, 1953 

Senecio gallicus, 61 

Sepia, 237 

sequence-characterized amplified 
region (SCAR), 1899 

sequencing, 215, 1609 

Serpentes, 411 

serranids, 1929 

sex allocation, 1926 

sex ratio, 1123, 1711 

sex-linked markers, 1927 

sex-specific migration, 1159 

sexual selection, 1013 

sexually transmitted disease, 723 

Seychelles warbler, 2226(1160) 

short tandem repeat, 373, 1000, 167 

Silene paradoxa, 1319 

Sillaginidae, 2214(1154) 

Sillaginodes, 2214(1154) 

silver stain, 1931 

silverside fish, 629 

silverswords, 2027 

silvicultural practices, 339 

Simarouba amara, 499 

Simaroubaceae, 499 

simple sequence repeats, 339, 
2183(1137) 

simulations, 1159 

single locus, 1915 

single-locus AFLP, 815 

single-locus DNA markers, 501 

Sitobion avenae, 2055 

size assortment, 193 

size homoplasy, 815 

sloth, 1975 

smallmouth bass, 1946 

social behaviour, 793 

social insect, 1436 

social insects, 119, 2219(1148) 

social wasps, 2155(1053) 

sociality, 2203(1156) 

sociobiology, 1932 

sockeye salmon, 2185(1139) 

software, 487, 1657 

Soricidae, 2159(1113) 

South America, 259 

South American camelid, 1922 

South-east Asia, 1665 

Spalacopus, 1447 

Sparidae, 2225(1157) 

Spartina, 765 

spatial pattern, 647 

spatial statistics, 923 

spatial variation, 1293 

speciation, 667, 1717 

species boundaries, 1029 

species diagnosis, 1583 

species identification, 1549, 2150(1134) 

species-specific probes, 177 

sperm allocation, 1409 
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sperm competition, 1013, 1674, 2149, 
2207(1150) 

Spermophilus citellus, 2163(1116) 

spiny lizards, 1667 

spotted hyena, 1443 

squamates, 1667 

squid, 110, 1002 

SSCP, 39, 245, 1699, 1965 

SSR, 1944, 2189(1143) 

SSRs, 2152(1163) 

statistical confidence, 529 

statistical parsimony, 1029 

stepwise mutation, 1599 

stock structure, 2067 

stocking, 583 

STR loci, 2181(1132) 

strawberry, 229 

striped bass, 827 

subantarctic, 299 

supplementary feeding, 187 

survival, 1123 

sustainable forest management, 339 

Sylviidae, 2226(1160) 

sympatric hosts, 505 

Symphodus ocellatus, 2166(1118) 

Syncerus caffer, 2017 


Tachycineta bicolor, 1123 
Tamias amoenus, 2180(1133) 
Taraxacum, 1 

Tarsipedidae, 492 

taurine, 387 

taxonomy, 1793 

teleost, 1007, 2214(1154) 
Teleostei, 995 

termites, 502 
tetranucleotide repeats, 631 


Tetrao, 1934 

Tettigonioidea, 1674 

the Japenese black bear, 1661 
thick-billed murre, 638 
threatened species, 373, 1677 
Thuja plicata, 1920 

tick, 2213(1153) 

Timarcha leaf-beetles, 557 
toad, 1927 

Todaropsis, 1002 

Tomentella, 1985 
transcriptional activators, 1451 
transferrin, 843 

transgene introgression, 983 
transgenic sugar beet, 2035 
transponder, 793 
trans-specific evolution, 1953 
Trichechus inunguis, 2161(1115) 
Trichechus manatus, 2161(1115) 
Trichosurus vulpecula, 723 
Trichuris trichiura, 1181 
tropical forest refuge, 1427 
tropical rainforest, 359, 499, 1089 
tunicates, 1924 

turbot, 368 

turtles, 99 


umbrella fern, 571 

urine, 2150(1134) 

Ursus arctos, 421 

Ursus thibetanus japonicas, 1661 


Vaccinium stamineum, 1247 


vector-mediated parasite—host 

interactions, 1803 
vegetation change, 1975 
Venezuela, 1009 


© 2000 Blackwell Science Ltd, Molecular Ecology, 9, 2253-2259 


KEYWORD INDEX 2259 


Vespa crabro, 735 

Vespidae, 2155(1053) 

vicariance, 1783, 1815 

vicariance events, 349 

Viennese Highflier, 366 

viral haemorrhagic disease, 1253 
Viverridae, 489 

VNTR, 1002 

VNTR loci, 293 

volcanism, 1061, 1213 


Vouacapoua americana, 1427, 1433 


wapiti, 1561 

wasp, 2203(1156) 
water frogs, 2173(1129) 
weed, 2195(1138) 
weeds, 443 

wet sclerophyll, 2041 
whales, 1159 

wheat, 2152(1163) 
white-lined bat, 242 
Wiener Hochflugtaube, 366 
wild beet, 141 
Wolbachia, 77 

woodrat, 824 


Wurm glacial, 1823 


Y chromosome, 387 

yellow dung fly, 2207(1150) 

yellow perch, 995 

yellow warblers, 667, 2137 

yellow-pine chipmunk, 
2180(1133) 

Y-linked sexing, 1233 


Zostera marina, 127 


Zostera, 371 





